Animal Genome Database for Netw ork Users

Y. W ada

1

K. Inoue

1;2

H. Y asue

1

ywada@niai.affrc.go.jp inoue@ssten01.tis.co.jp hyasue@niai.affrc.go.jp

1

National Institute of Animal Industry

2 Ikenodai, Kukisaki-machi, Inasiki-gun, Ibaraki 305 Japan

2

T o yo Information Systems Co.,L TD

1-13-33 Esak a-cho, Suita-shi, Osaka 564 Japan

Abstract

An animal genome database for network users was develop e d. Linkage map, cyto genetic

map, refer enc e, PCR primer information and homolo gy betwe en sp e cies were included in

the database. These data can be used by electric mail system and World Wide Web client.

The b o dy of information ab out mammalian genomes has b een progressively increasing these

days. T o utilize e�ciently such information in the current study

, it is prerequisite to construct

the genome database. Thus, the human and murine genome databases hav e b een constructed

and currently integrated in those genome studies. The genome database for livestock has also

become an indisp ensable to ol for improv ement of livestock animals, however, the genome anal-

ysis of livestock animals is b ehind those of human and mouse. Hence, in order to maximize its

usefulness, we have tried to construct the animal genome database fo cusing on the comparative

(homology) genome analysis b etw een sp ecies.

The stand alone retriev al system, such as Encyclop edia Of The Mouse Genome[1] or Hy-

perGenome[2], have a problem of data up date. These animal genome database is op ened to

the public for network users. Esp ecially , W orld Wide W eb users can retrieve the mapping data

using by GUI interface.

Figure 1 shows organization of the animal genome database system. The database has b een

developed on a UNIX workstation and is maintained by a relational database system. The

electric mail server and the W orld Wide W eb server have b een developed on another UNIX

workstation.

These workstations were connected to Internet. Internet users or other BBS users connected

to the internet can get the information using by an electric mail. A user p ost the mail included

query forms to jgbase-mail@niai.a�rc.go.jp, then the electric mail server return the query results

1

�\4�!k ¿�6˘#M5#W�o, m 305 PnłOl¥¯ıe,.Æ 2

2

Ehª2: � *m+�s�&@�m 564 �i´�=k�e 1-13-23

Figure 1: System overview

to the user. Keyword search and linkage map list of one chromosome are av ailable in the query

form.

W orld Wide W eb clients, such as NCSA Mosaic, can b e also used for the query of the

animal genome database by op ening http://ws4.niai.a�r c.go.jp/. A user enables to display a

new desirable page by clicking an anchor for selecting sp ecies or searching items. After the

keyw ord is typed in a form and the submit button is clicked in a keyword search page, the

query results are displayed in a new page.

The linkage map page is displayed, after the chromosome is clicked in a chromosome image

page. The lo cus symbol is clicked in the link age map page to display the detail information

of the lo cus. The cytogenetic map and the detail information are displayed similarly

. The

reference, PCR primer information, and homology b etw een sp ecies are display ed in the detail

information of selected lo cus.

The security is imp ortant to add or mo dify the mapping data to the database. W e are also

developing the indirect server-client system for registered users. The registered users can entry

new data and mo dify old data with security chec k by this system.

References

[1] The Mouse Genome Informatics Pro ject, \Encyclop edia Of The Mouse Genome Release

3.0 Alpha T est V ersion", The Jackson Lab oratory

, pp. 29, 1994.

[2] Suzuki, T., S. Nak ashima, T. T ak agi, S. Kuhara and M. Kanehisa, \Enhancement of the

Integrated Database ’Hyp er Genome’ for Genome Maps and Sequ ence Information" Pr o c.

Genome Informatics Workshop IV, pp. 362-369, 1993.